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SEQ ID NO 1: Nicotiana tabacwn seedyl coding sequence 
(CDS0689) 

atgagtgtgttacaatacccagaagggattgacccagcagatgttcagatatggaacaatgc 
agcatttgataatggagattctgaagatttgtcttcgctgaaacgttcttggtctcctctga 
aacccctttcggttaggccatcagattcctttgaatctgatttgtcaagtaaggaaaatcaa 
actcctttatttgagaattcatctgttaatctctcatctccgttacccataaagccacttaa 
ccctaatggggctctggaaaattcaagactcaagccgaacaagcccaattccaaacagagtc 
ttgatgagatggcggctagaaagagcggaaagggaaatgatttccgtgatgagaagaaaata 
gacgaggaaattgaagaaattcagatggagattagtaggttgagttcaagattagaggcttt 
gagaattgaaaaggctgagaaaactgttgctaagactgttgaaaagcgaggaagggttgtgg 
cagcaaagtttatggagccaaaacaaagtgttattaagattgaagagcgtatatcaatgagt 
gcaagaacaaaggtggagcagagaaggggtcttagtttaggaccatctgagatttttactgg 
aacgcggcggcgagggttgagtatggggccatcagatattctagcagggacaacaaaggcac 
ggcaattgggaaagcaagagatgattattactcctattcagccaatacaaaacaggcgaaag 
tcgtgtttttggaagcttcaagagattgaagaagagggaaaaagttcaagccttagtcctaa 
atcaagaaaaactgctgcaagaacaatggttacaacaaggcaggcagttactacaattgcat 
caaagaagaatttgaaaaaagatgatggacttttgagttcagttcagccaaagaagttgttt 
aaagatctcgaaaagtctgctgctgctaataagaagccccagaggccggggagggttgtggc 
tagtaggtataatcagagtacaattcagtcatcagtagtgagaaagaggtctttacctgaaa 
atgataaggatgagagt:aagagaaatgataagaaacggtcgttatctgt:agggaaaacgcgt 
gtgtctcaaactgagagcaagaatttgggtactgaaagtagggtgaaaaagagatgggaaat 
tcctagtgagattgtagttcatggaaacacagagagtgagaaatctccactaagcattattg 
tgaagcctgatttgcttccgcgaattaggattgctcggtgtgtgaatgagactcttagggat 
tctggacctgctaaaagaatgatagagttgataggcaagaaatcgtttttcagtagtgatga 
agataaggagccacctgtictgtcaagttttaagttttgcagaggaagatgctgaagaggaat: 
aa 



SEQ ID NO 2: Hlcotlana tabactm seedyl protein (CDS0689) 

MSVLQYPEGIDPADVQIWNNAAFDNGDSEDLSSLKRSWSPLKPLSVRPSDSFESDLSSKENQ 
TPLFENSSVNLSSP.LPIKPLNPNGALENSRLKPNKPNSKQSLDEMAARKSGKGNDFRDEKKI 
DEE lEE IQME I SRLS SRLEALRI EKAEKTVAKTVEKRGRWAAKFME PKQSVIKIEERI SMS 
ARTKVEQRRGLSLGPSEIFTGTRRRGLSMGPSDILAGTTKARQLGKQEMIITPIQPIQNRRK 
SCFWKLQEIEEEGKSSSLSPKSRKTATiRTMVTTRQAVTTIASKKNLKKDDGLLSSVQPKKLF 
KDLEKSAAANKKPQRPGRWASRYNQSTIQSSWRKRSLPENDKDESKRNDKKRSLSVGKTR 
VSQTESKNLGTESRVKKRWEIPSEIWHGNTESEKSPLSIIVKPDLLPRIRIARCVNETLRD 
SGPAKRMIELIGKKSFFSSDEDKEPPVCQVLSFAEEDAEEE 
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SEQ ID NO 3: Oryza SBtlva seedy 1 coding sequence 

atggaggaggacccgctcatcccgctggtccacgtctggaacaacgccgccttcgacgactc 

ctcgtgttccagatcggcttggctcccccaaagccccgccgtcgcggccgtccgcaagggcg 

acaaggagaatcaccgccccgaggttgttgatgtcgccgccggctacgacgtcgaggccgag 

atcggccacatcgaggcggagatcctgcgcctctcgtcccggctccaccatctccgcgtctc 

caagcagccggagcccaaccgcgacgacgctccgatgggggagatggtcgcgaaggtgaggc 

cccggccgaggggcctcagcctcgggcccctggatgtgatctccatcgtcaatcgtgagaag 

catccgctgcgcaccaagcagcctccggcgacgcggggcagggggctcagcctcgggcccat 

ggagatcgccgcggcgaaccctagggtgcccgcggcggcgcagcatcagcaacagcaacgcg 

ctggcacggcgcggatcctgaagccaatcaaggagcctccggtgcagcgtcgcaggggcgtc 

agcctcgggccgttggagatccaccacggcgtcggcagcaaggcaccagcggcggcgcgagc 

caagecgttcaccaccaagctcaacgccattcgagaagaaacccgaccctccaagcaattcg 

ccgtccccgccaagccatggccgtcgagcaatacaaggcagacactggactcgaggcaagga 

acagcagcaagtcgagcgaaggcgaggagcccgagccccaggcccaggaggcaatccaatgg 

caaggctactgacacaaggggaggcaacaaggtggtggatgagctcaagcccaaaggtgcgt 

cgtcaagtcagagcggcagcgccgccgccgccgccactgccaagaggatggcggggagctcc 

aagatgagggtcatcccgagccgctacagcctcactcctggcgcttcccttggaagcagtgg 

agcacaggagaggcgacgcaagcagtctctcccaggatcatcaggggatgcgaaccagaatg 

aggaaatcagagcgaaggtcatcgagccttccaatgatccactctctcctcaaacgatctcc 

aaggttgctgaaatgctcccaaagatcaggaccatgccgcctcctgacgagagccctcgcga 

ttccggatgcgccaagcgggttgccgaattggtcgggaagcgctcgttcttcacggctgcag 

ccgaggacgggcgggcgctcgacgtcgaagcacccgaggcggtcgcagaagcttgagatgaa 

ccaccatggtttgatccgttccttccatcagctc 



SEQ ID NO 4: Oryza satlva seedyl protein 

MEEDPLI PLVHVWNNAAFDDSSCSRSAWLPQS PAVAAVRKGDKENHRPE WDVAAGY DVEAE 
IGHIEAEILRLSSRLHHLRVSKQPEPNRDDAPMGEMVAKVRPRPRGLSLGPLDVISIVNREK 
H PLRTKQPPATRGRGLS LGPME I AAANPRVPAAAQHQQQQRAGTARIIiKPIKEPPVQRRRGV 
SLGPLEIHHGVGSKAPAAARAKPFTTKLNAIREETRPSKQFAVPAKPWPSSNTRQTLDSRQG 
TAASRAKARSPS PRPRRQSNGKATDTRGGNKWDELKPKGAS SSQSGS AAAAATAKRMAGSS 
KMRVIPSRYSLTPGASLGSSGAQERRRKQSLPGSSGDANQNEEIRAKVIEPSNDPLSPQTIS 
KVAEMLPKI RTMPPPDES PRDS GCAKRVAEL VGKRS FFTAAAEDGRALDVEAPEAVAE A 



FIGURE 4 (continued) 



wo 2005/049646 



PCT/EP2004/053030 



6/10 

SEQ ID NO 5: Media a gro tzimculata seedy 1 encoding sequence 

aaaaacgttaaggactaaaaatataataaaatttaagtagggattcataatggaagcacccc 

tatttacagggatcttaaatataattaaccctaatatttatgacagaaacccttttgaaatc 

acatcggagcgtgtatgagtagccgtttcacatccaacggccagtaagagcgtaactttatt 

tcttccctcttcaatctccaacggtcacataatctcttccaaatacaaataattccctcttt 

caacctcactcttcatttcttcaacccaaacccaaaaaactaatcagattcttcttaaatct 

tgaaacctttctcccaaaagcacttaaataaaaaagcacttaaccatgaataacacaaacaa 

caacaacattcttcttcattccacacaggttcaagtgtggaacaacgcagcattcgatggtg 

aagatttcgccatgaattcatcttctgattccatcaaagagaatctaaacccatccgcattc 

aacattgttccttcttcaaacaaaagaactattgatgatgaaattgcggaaattgaaagtga 

aattaagcgattaacttcgaagctggaattgcttcgtgttgaaaaagctgaaagaaaaatcg 

cttctgaaaagcgtgttagtggaattggtactggaagaatagtagcagcgaagtttatggaa 

ccgaagaaaaacgttacaccgaaacgaaacggtgtcgttttcaaggaggagacaccgaaacg 

aaacggtgtcgtttcggatacgccgaaatctagggttaattggagaagagggatgagtttag 

gtccgatggagattgccgggaaagtgatggcaccgccggcgatgacgattactccggcgacg 

gtgaatcggaggaagtcttgtttctggaaaccgcaggaaagttgtgaagtaatgccgtcggg 

gattactccggcgacggtgaataggaggaaatcttgttttttgaaacctcaagaaagttgtg 

aagaaaatcgaagaaaaacgatttgcaaaccgaatttgaatttgaattcaaattcagttaat 

tctgcggttggatcgattaagcgtgtgaagaagaaagatgaagaaattgctcaggttcaacc 

gaagaagctgtttgaaggtgaaaaatcagtgaagaaatcgttgaaacaaggtagaattgttg 

caagccggtataattccggtggtggtggtggtgatgcgaggaaaagatcgttttcggagaat 

aat:aagggtttagggag1::gaaatcagggctaagaagagat:gggagataccaattgaagaagt 

ggatgtgagtggttttgttatgttaccgaagatttcgacaatgaggtttgttgatgagagtc 

ctagagattctggtgctgttaaaagagttgctgaattgaatggaaaaagatcttacttttgt 

gatgaagatgaggaggagagagtgatggtggaggaagaaggtggttctgtttgtcaggtttt 

gaattttgctgaagatgatgatgatgatgatgattatggtgaacaagggtaattgtggaaat 

tggaattgatttgtttttgtggggttgtgtggaactggctatgttctgcttgattcttttgc 

attttggtgtgaaactaaagatgaggtgaaaagtttatgcttgttaaattggattggtttat 

atgttttgaaataataacaacaagcatgtgtcttgcttaataattgtatattgttttgtttg 

ttttataatgatatggatttaatttgtatacacaatataatatagtatgcattgagagagtt 

tttcgttcagtattcattctgattttagtgtttatctcattctagaagattgtattttgttg 

SKQ ID NO €: Medlcaga trunculatA seedyl pzrotexn 

MNNTNNNN I LLHSTQVQVWNNAAFDGEDFAMNSS SDS I KENLNPS AFN I VPS SNKRTI DDEI 
AE lESEI KRLTSKLELLRVEKAERKI ASEKRVSG IGTGRI VAAKFl^PKKNVTPKRNGVVFK 
EETPKRNGWSDTPKSRVNWRRGMSLGPMEIAGKVMAPPAMTITPATVNRRKSCFWKPQESC 
EVMPSGITPATVNRRKSCFLKPQESCEENRRKTICKPNLNLNSNSVNSAVGSIKRVKKKDEE 
lAQVQPKKLFEGEKSVKKSLKQGRIVASRYNSGGGGGDARKRSFSENNKGLGSEIRAKKRWE 
IPIEEVDVSGFVMLPKISTMRFVDESPRDSGAVKRVAEIJIIGKRSYFCDEDEEERVMVEEEGG 
SVCQVLNFAEDDDDDDDYGEQG 
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SEQ ID NO 7: SaccbBTum sp. encoding seqaence (parliial 5' end) 

Cgcaccgcgagtttcgaaaaaccaacctatcgcgcctcagatcacgcgaggacgcgagggga 
agcaggaatccctccgctcccagccgcctcctccgctcacccatcgatcgatcgtccgtccg 
gtccagggggctctccggcggcggtggcgatggaggaggacccgctcatcccgctggtgcac 
gtctggaacaacgccgccttcgaccacgcctcctcctccgcgtggcacgcccactcccctgt 
gcccgcgagcgcacgtcgcgaggcggagggggacaaggagaaccaccgccccgaccccgacc 
ccgacgtcgaggcggagatcggccacatcgaggcggagatcctgcgcctgtnctcccgcctn 
caccaccttcgcacctccaagcagtcggagccgtccaagcgcggagaggtcgcgcccgcgcc 
cgcggcgaaggcgaaagcggcggcggcggcgcggctgcggacgcgggggctcagcctgggcc 
cgctcgacgtcgccgctgccggtaaccccaacccgctcaccaccgacaaccagcagcagcag 
ccgcgtgccgcgcagggtctgaagccgatcaagcaggccacggcggcggcgggcaagggcgt 
aagacttgggccccttcgacatggtcggcgcgaaccctagggtccctccgcccn 



SEQ ID NO 8: Saccbajrum sp. seedyl protein (partial N-term) 

MEEDPLIPLVHVWNNAAFDHASSSAWHAHSPVPASARREAEGDKENHRPDPDPDVEAEIGHI 
EAEILRLXSRLHHLRTSKQSEPSKRGEVAPAPAAKAKAAAAARLRTRGLSLGPLDVAAAGNP 
NPLTTDNQQQQPRAAQGLKP IKQATAAAGKGVRLGPLRHGRR 



SEQ ID NO 9: Zea Mays seedyl encoding sequence (partial 3 'end) 

ccacgcgtccggccgttcgagaggaggaaggccagcgttccaaggagcacgccgtccccgcc 

agaccgtggccatccagcaatgccaggcacccactggatgccaggcaaggcaccgcagcaag 

cagagccaaggcgaggagcgggagcataagccccagcaggttcaggaggcagtccacttcca 

aggctgccgagacaagagcgggaaatgccaagcctacagaggcgacgaggggagggagcgaa 

gcggtcaatcacaccagcaatgtagccacgacgaagaggccggcggggagctccaaggtcag 

ggttgtcccgagccgctacagcatcccacctggctcctccctagcagctgtgacacaaggca 

accgatgcaagcagtctctcccaggatcggctactgagaccagagtaaatctcactgagccg 

ccgaacgacgagttgtctcctgaagaacttgccaaggttgcagagctgctcccaaggattag 

gaccatgccgccttctgatgagagcccgcgtgactcgggatgtgccaagcgtgttgctgatt 

tggtcgggaagcgatccttcttcactgctgcaggggacgatggcaatctcgttacgccctac 

caggcacgggtggttgaacttgaatcacccgaggcagcagcagaagaagcagaagcttgaga 

agtttgtctttgatcaattccgaagtggcttgcatctgggcgtggcctctttttgcagtgtg 

tgctactacatagtctactgttacattcatatcatatcacatttcctattttttcccccttg 

agacattgcttagtacttttgtgttgccttgtgaaaagagagtggaaggttcatctgctgat 

nccttgtt 



SEQ ZD NO 10: Zea Mays seedyl protein (partial C-term) 

TRPAVREEEGQRSKEHAVPARPWPSSNARHPLDARQGTAASRAKARSGSISPSRFRRQSTSK 
AAETRAGNAKPTEATRGGSEAVNHTSNVATTKRPAGSSKVRWPSRYSIPPGSSLAAVTQGN 
RCKQSLPGSATETRVNLTEPPNDELSPEELAKVAELLPRIRTMPPSDESPRDSGCAKRVADL 
VGKRSFFTAAGDDGNLVTPYQARWELESPEAAAEEAE 
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SEQ ID NO 11: Ajcabxdospia thall&na. seedy 1 coding sequence 

atgacatcaattgaggcaacagaaacgcttaacgctcctccaaagcttcagatctggaacaa 
cgctgccttcgacgatggagattctcaaatcacttccgccatcgaagcttcttcttggtctc 
acctcaacgaatcattcgattccgattgtagcaaggagaatcagtttccgatttcggtttcc 
tcttcgctccaatcctcagtctcgatcaccgaagctccgtcagcaaaatccaagaccgtgaa 
gaccaaatccgccgcagatcggagtaaaaagcgagatatcgatgcagagatcgaagaagtag 
agaaggagatcggacgattatcgacgaaattggagtcgctccgattagagaaggcggagcaa 
accgcaagaagcattgctatacgtggaagaatcgttccggcgaagttcatggaatcatctca 
gaaacaagtgaaattcgacgattcgtgttttacaggatcgaaatcaagagccactcgtagag 
gcgttagtcttggaccagcggagatattcaattccgcgaagaaatctgaaactgtgactcct 
cttcaatcagctcagaatcgacgcaagtcttgtttctttaagcttcctggaatcgaagaagg 
tcaagtgacgacacgaggtaaaggaagaacgagtttgagtctgagtccgagatctcgcaaag 
cgaaaatgacggcagctcagaagcaagcagctacgacggtggggtcaaagagagctgtgaag 
aaagaagaaggagttctcttaacaatccagcctaagaggctattcaaagaagatgaaaagaa 
tgtttctttaaggaaaccattgaaaccaggaagagttgtggctagtaggtacagtcaaatgg 
gtaaaacgcagactggagagaaagatgttaggaaaaggtcgttgcctgaggatgaagagaaa 
gagaatcataagaggrtcggagaagagaagagcttctgatgaaagtaacaagagtgaagggag 
agtgaagaagagatgggagattccaagtgaagttgatctgtatagcagtggtgagaacggtg 
acgagtctcctatagttaaggagctacctaagatcagaacgcttcgtcgtgtgggagggagc 
cctcgtgattcaggtgctgctaagagagttgcagaattacaagccaaggatcgtaacttcac 
tttttgccagcttctgaagtttgaagaatgaatgatccgcttatcaatttgagtaaaatcca 
caactcttgttgtggtt 

SEQ ID NO 12: Ajcabidospis thalx^a, seedyl protein 

MTSIEATETLNAPPKLQIWNNAAFDDGDSQITSAIEASSWSHLNESFDSDCSKENQFPISVS 
SSI<2SSVSITEAPSAKSKTVKTKSAADRSKKRDIDAEIEEVEKEIGRLSTKLESI-RLEKAEQ 
TARSIAIRGRIVPAKFMESSQKQVKFDDSCFTGSKSRATRRGVSLGPAEIFNSAKKSETVTP 
LQSAQNRRKSCFFKLPGIEEGQVTTRGKGRTSLSLSPRSRKAKMTAAQKQAATTVGSKRAVK 
KEEGVLLTIQPKRLFKEDEKNVSLRKPLKPGRWASRYSQMGKTQTGEKDVRKRSLPEDEEK 
ENHKRSEKRRASDESNKSEGRVKKRWEIPSEVDLYSSGENGDESPIVKELPKIRTLRRVGGS 
PRDSGAAKRVAELQAKDRNFTFCQLLKFEE 
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SEQ ID NO 13: Sequence of the [PRO0090 * CDS0689 - terminabor] 
expression cassette 

cttctacatcggcttaggtgtagcaacacgactttattattattattattattattattatt 

attttacaaaaatataaaatagatcagtccctcaccacaagtagagcaagttggtgagttat 

tgtaaagttctacaaagctaatttaaaagttattgcattaacttatttcatattacaaacaa 

gagtgtcaatggaacaatgaaaaccatatgacatactataattttgtttttattattgaaat 

tatataattcaaagagaataaatccacatagccgtaaagttctacatgtggtgcattaccaa 

aatatatatagcttacaaaacatgacaagcttagtttgaaaaattgcaatccttatcacatt 

gacacataaagtgagtgatgagtcataatattattttctttgctacccatcatgtatatatg 

atagccacaaagttactttgatgatgatatcaaagaacatttttaggtgcacctaacagaat 

atccaaataatatgactcacttagatcataatagagcatcaagtaaaactaacactctiaaag 

caaccgatgggaaagcatctataaatagacaagcacaatgaaaatcctcatcatccttcacc 

acaattcaaatattatagttgaagcatagtagtaatttaaatcaactagggatatcacaagt 

ttgtacaaaaaagcaggctggtaccggtccggaattcccgggatatcgtcgacccacgcgtc 

cgctgacgcgtgggttccactacatcaagacatctactacactcatcttttttgcacttatt 

gggtgtaaatttttgaaacccagttgagaaaaatgagtgtgttacaatacccagaagggatt 

gacccagcagatgttcagatatggaacaatgcagcatttgataatggagattctgaagattt 

gtcttcgctgaaacgttcttggtctcctctgaaacccctttcggttaggccatcagattcct 

ttgaatctgatttgtcaagtaaggaaaatcaaactcctttatttgagaattcatctgttaat 

ctctcatctccgttacccataaagccacttaaccctaatggggctctggaaaattcaagact 

caagccgaacaagcccaattccaaacagagtcttgatgagatggcggctagaaagagcggaa 

agggaaatgatttccgtgatgagaagaaaatagacgaggaaattgaagaaattcagatggag 

attagtaggttgagttcaagattagaggctttgagaattgaaaaggctgagaaaactgttgc 

taagactgttgaaaagcgaggaagggttgtggcagcaaagtttatggagccaaaacaaagtg 

ttattaagattgaagagcgtatatcaatgagtgcaagaacaaaggtggagcagagaaggggt 

cttagtttaggaccatctgagatttttactggaacgcggcggcgagggttgagtatggggcc 

atcagatattctagcagggacaacaaaggcacggcaattgggaaagcaagagatgattatta 

ctcctattcagccaatacaaaacaggcgaaagtcgtgtttttggaagcttcaagagattgaa 

gaagagggaaaaagttcaagccttagtcctaaatcaagaaaaactgctgcaagaacaatggt 

tacaacaaggcaggcagttactacaattgcatcaaagaagaatttgaaaaaagatgatggac 

ttttgagttcagttcagccaaagaagttgtttaaagatctcgaaaagtctgctgctgctaat 

aagaagccccagaggccggggagggttgtggctagtaggtataatcagagtacaattcagtc 

atcagtagtgagaaagaggtctttacctgaaaatgataaggatgagagtaagagaaatgata 

agaaacggtcgttatctgtagggaaaacgcgtgtgtctcaaactgagagcaagaatttgggt 

actgaaagtagggtgaaaaagagatgggaaattcctagtgagattgtagttcatggaaacac 

agagagtgagaaatctccactaagcattattgtgaagcctgatttgcttccgcgaattagga 

ttgctcggtgtgtgaatgagactcttagggattctggacctgctaaaagaatgatagagttg 

ataggcaagaaatcgtttttcagtagtgatgaagataaggagccacctgtctgtcaagtttt 

aagttttgcagaggaagatgctgaagaggaataatgtgtaataaagggagctgctaactctt 

ttcatgctctttcaattttcaatcctgccttttaatttttgttcattcgtgccttttaattg 

aatggggaagcattcttttgcttcctcaaactggtattctagcttctgaattacattgtatg 

gtacaatatgaataaggttttgtcttccggcaggttgtccaagttagtttttagcttaaaat 

agatgcggcagcggccgctctagagtatccctcgaggggcccaagcttacgcgtacccagct 
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ttcttgtacaaagtggtgatatcacaagcccgggcggtcttctagggataacagggtaatta 
tatccctctagatcacaagcccgggcggtcttctacgatgattgagtaataatgtgtcacgc 
atcaccatgggtggcagtgtcagtgtgagcaatgacctgaatgaacaattgaaatgaaaaga 
aaaaaagtactccatctgttccaaattaaaattcattttaaccttttaataggtttatacaa 
taattgatatatgttttctgtatatgtctaatttgttatcatccgggcggtcttctagggat 
aacagggtaattatatccctctagacaacacacaacaaataagagaaaaaacaaataatatt 
aatttgagaatgaacaaaaggaccatatcattcattaactcttctccatccatttccatttc 
acagttcgatagcgaaaaccgaataaaaaacacagtaaattacaagcacaacaaatggtaca 
agaaaaacagttttcccaatgccataatactcgaac 



SEQ ID NO 14 : rrlce prolami n RP6 promoter sequence 

ccttctacatcggcttaggtgtagcaacacgactttattattattattattattattattat 
tattttacaaaaatataaaatagatcagtccctcaccacaagtagagcaagttggtgagtta 
ttgtaaagttctacaaagctaatttaaaagttattgcattaacttatttcatattacaaaca 
agagtgtcaatggaacaatgaaaaccatatgacatactataattttgtttttattattzgaaa 
ttatataattcaaagagaataaatccacatagccgtaaagttctacatgtggtgcattacca 
aaatatatatagcttacaaaacatgacaagcttagtttgaaaaattgcaatccttatcacat 
tgacacataaagtgagtgatgagtcataatattatttttcttgctacccatcatgtatatat 
gatagccacaaagttactttgatgatgatatcaaagaacatttttaggtgcacctaacagaa 
tatccaaataatatgactcacttagatcataatagagcatcaagtaaaactaacactctaaa 
gcaaccgatgggaaagcatctataaatagacaagcacaatgaaaatcctcatcatccttcac 
cacaattcaaatattatagttgaagcatagtagtagaatccaacaaca 



SEQ ID NO 15: Mot,±£ 1 CORE SEQUENCE 
WXNAXXD 



SEQ ZD NO 16: Motiif 2 CORE SEQUENCE 

KENXXP 



SEQ ID NO 17: Mot:i£ 3 (colled coll) CORE SEQUENCE 

EXi-eEXXRLXXXLXXLR 



SEQ ID NO 18: Mot:l£ 4 CORE SEQUENCE 

LPXIXi-ioRDSGXXKRXi-eK 
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